UniprotKB Entry name |organism [full name |oglcnacscore qglcnac p‘h osphorylation PMIDS |[sequence intracellular |extracellular cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
Q01201 RELB_HUMAN [Homo Transcription |18.379595 T163 S37;S573 30379171 |MLRSGPASGPSVPTGRAMPSRRVAR (True False 4.784 [4.889 (3.03 2.36 1.455 2.536 2.59

sapiens

factor RelB

PPAAPELGALGSPDLSSLSLAVSRST
DELEIIDEYIKENGFGLDGGQPGPGE
GLPRLVSRGAASLSTVTLGPVAPPAT
PPPWGCPLGRLVSPAPGPGPQPHLVI
TEQPKQRGMRFRYECEGRSAGSILG
ESSTEASKTLPAIELRDCGGLREVEV
TACLVWKDWPHRVHPHSLVGKDCT
DGICRVRLRPHVSPRHSFNNLGIQC
'VRKKEIEAAIERKIQLGIDPYNAGSLK
NHQEVDMNVVRICFQASYRDQQGQ
MRRMDPVLSEPVYDKKSTNTSELRI
CRINKESGPCTGGEELYLLCDKVQK
EDISVVFSRASWEGRADFSQADVHR
QIAIVFKTPPYEDLEIVEPVTVNVFLQ
RLTDGVCSEPLPFTYLPRDHDSYGV
DKKRKRGMPDVLGELNSSDPHGIES
KRRKKKPAILDHFLPNHGSGPFLPPS
ALLPDPDFFSGTVSLPGLEPPGGPDL
LDDGFAYDPTAPTLFTMLDLLPPAPP
HASAVVCSGGAGAVVGETPGPEPLT
LDSYQAPGPGDGGTASLVGSNMFP
NHYREAAFGGGLLSPGPEAT




