UniprotKB Entry name organism [full name oglcnacscore o-glcnac phosphorylation sites PMIDS sequence intracellular [extracellular cytosol [nucleus mitochndrion | . ic|golgi .
ID sites reticulum |appari
Q01433 IAMPD2_HUMAN [Homo AMP 10.517293 S168;5208(S22;546;564;S80;T91;S97;S114;T13 |30379171;38665916;23301498;347 |MASYPSGSGKPKAKYPFKKRASLQA |None None None [None [None None None
sapiens |deaminase 4;S136;S138 25712;37217939;29351928 STAAPEARGGLGAPPLQSARSLPGPA
2 PCLKHFPLDLRTSMDGKCKEIAEEL

FTRSLAESELRSAPYEFPEESPIEQLE
ERRQRLERQISQDVKLEPDILLRAKQ
DFLKTDSDSDLQLYKEQGEGQGDRS
LRERDVLEREFQRVTISGEEKCGVPF
TDLLDAAKSVVRALFIREKYMALSLQ
SFCPTTRRYLQQLAEKPLETRTYEQG
PDTPVSADAPVHPPALEQHPYEHCE
PSTMPGDLGLGLRMVRGVVHVYTR
REPDEHCSEVELPYPDLQEFVADVN
VLMALIINGPIKSFCYRRLQYLSSKF
QMHVLLNEMKELAAQKKVPHRDFY
NIRKVDTHIHASSCMNQKHLLRFIK
RAMKRHLEEIVHVEQGREQTLREVF
ESMNLTAYDLSVDTLDVHADRNTF
HRFDKFNAKYNPIGESVLREIFIKTD
NRVSGKYFAHIIKEVMSDLEESKYQ
NAELRLSIYGRSRDEWDKLARWAV
MHRVHSPNVRWLVQVPRLFDVYRT
KGQLANFQEMLENIFLPLFEATVHP
ASHPELHLFLEHVDGFDSVDDESKP
ENHVFNLESPLPEAWVEEDNPPYAY
YLYYTFANMAMLNHLRRQRGFHTF
VLRPHCGEAGPIHHLVSAFMLAENI
SHGLLLRKAPVLQYLYYLAQIGIAMS
PLSNNSLFLSYHRNPLPEYLSRGLM
'VSLSTDDPLQFHFTKEPLMEEYSIAT
QVWKLSSCDMCELARNSVLMSGFS
HKVKSHWLGPNYTKEGPEGNDIRRT
NVPDIRVGYRYETLCQELALITQAVQ
SEMLETIPEEAGITMSPGPQ




