UniprotkB Entry name |organism full name oglcnacscore o.glcnac p'h osphorylation PMIDS |[sequence intracellular lextracellular|cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
Q01628 IFM3_HUMAN Homo Interferon- 21.366884 NaN T20 28510447 MNHTVQTFFSPVNSGQPPNYEMLK [False True 2.373 |2.45 2.291 2.108 1.718 5.0 2.97
sapiens |induced EEHEVAVLGAPHNPAPPTSTVIHIRS
transmembrane ETSVPDHVVWSLFNTLFMNPCCLG
protein 3 FIAFAYSVKSRDRKMVGDVTGAQAY
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