
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q01780 EXOSX_HUMAN Homo
sapiens

Exosome
complex
component
10

12.613535 S785 S821 34725712;38665916;34019948;342
29054;33465208;32119511;350838
52;40596516;37217939

MAPPSTREPRVLSATSATKSDGEMV
LPGFPDADSFVKFALGSVVAVTKASG
GLPQFGDEYDFYRSFPGFQAFCETQ
GDRLLQCMSRVMQYHGCRSNIKDR
SKVTELEDKFDLLVDANDVILERVGI
LLDEASGVNKNQQPVLPAGLQVPKT
VVSSWNRKAAEYGKKAKSETFRLLH
AKNIIRPQLKFREKIDNSNTPFLPKIF
IKPNAQKPLPQALSKERRERPQDRP
EDLDVPPALADFIHQQRTQQVEQDM
FAHPYQYELNHFTPADAVLQKPQPQ
LYRPIEETPCHFISSLDELVELNEKLL
NCQEFAVDLEHHSYRSFLGLTCLM
QISTRTEDFIIDTLELRSDMYILNESL
TDPAIVKVFHGADSDIEWLQKDFGL
YVVNMFDTHQAARLLNLGRHSLDH
LLKLYCNVDSNKQYQLADWRIRPLP
EEMLSYARDDTHYLLYIYDKMRLEM
WERGNGQPVQLQVVWQRSRDICLK
KFIKPIFTDESYLELYRKQKKHLNTQ
QLTAFQLLFAWRDKTARREDESYGY
VLPNHMMLKIAEELPKEPQGIIACC
NPVPPLVRQQINEMHLLIQQAREMP
LLKSEVAAGVKKSGPLPSAERLENVL
FGPHDCSHAPPDGYPIIPTSGSVPVQ
KQASLFPDEKEDNLLGTTCLIATAVI
TLFNEPSAEDSKKGPLTVAQKKAQN
IMESFENPFRMFLPSLGHRAPVSQA
AKFDPSTKIYEISNRWKLAQVQVQK
DSKEAVKKKAAEQTAAREQAKEACK
AAAEQAISVRQQVVLENAAKKRERA
TSDPRTTEQKQEKKRLKISKKPKDPE
PPEKEFTPYDYSQSDFKAFAGNSKS
KVSSQFDPNKQTPSGKKCIAAKKIKQ
SVGNKSMSFPTGKSDRGFRYNWPQ
R

True False 4.401 5.0 False False False False False


