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D Entry name lorganism [full name oglcnacscore [oglcnac sites phosphorylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndr
Q01804 OTUD4_HUMAN [Homo OTU 17.852959 T607;S617;T619;T621;S631;T657;T |T120;S126;S128;T131;5S166;S199;S [29351928;39531497;23301498;386 |MEAAVGVPDGGDQGGAGPREDATP (True False 4.657 [4.254 [1.262
sapiens  |domain- 1000 202;S204;S341;T439;5443;T460;S5 |65916;33214551;34019948;313734 MDAYLRKLGLYRKLVAKDGSCLFRA
containing 46;5893;5900;S1006;S1011;S1014; |91;35138101 IVAEQVLHSQSRHVEVRMACIHYLRE
protein 4 S1023;S1024;S1049 NREKFEAFIEGSFEEYLKRLENPQE

WVGQVEISALSLMYRKDFIIYREPNV
SPSQVTENNFPEKVLLCFSNGNHYD
IVYPIKYKESSAMCQSLLYELLYEKVF
KTDVSKIVMELDTLEVADEDNSEISD
SEDDSCKSKTAAAAADVNGFKPLSG
NEQLKNNGNSTSLPLSRKVLKSLNP
AVYRNVEYEIWLKSKQAQQKRDYSI
IAAGLQYEVGDKCQVRLDHNGKFLN
IADVQGIHSENGPVLVEELGKKHTSK
NLKAPPPESWNTVSGKKMKKPSTSG
QNFHSDVDYRGPKNPSKPIKAPSAL
PPRLQHPSGVRQHAFSSHSSGSQSQ
KFSSEHKNLSRTPSQIIRKPDRERVE
DFDHTSRESNYFGLSPEERREKQAI
EESRLLYEIQNRDEQAFPALSSSSVN
QSASQSSNPCVQRKSSHVGDRKGS
RRRMDTEERKDKDSIHGHSQLDKR
PEPSTLENITDDKYATVSSPSKSKKL
ECPSPAEQKPAEHVSLSNPAPLLVSP
EVHLTPAVPSLPATVPAWPSEPTTFG
PTGVPAPIPVLSVTQTLTTGPDSAVS
QAHLTPSPVPVSIQAVNQPLMPLPQ
TLSLYQDPLYPGFPCNEKGDRAIVPP
YSLCQTGEDLPKDKNILRFFFNLGV
KAYSCPMWAPHSYLYPLHQAYLAAC
RMYPKVPVPVYPHNPWFQEAPAAQ
NESDCTCTDAHFPMQTEASVNGQM
PQPEIGPPTFSSPLVIPPSQVSESHG
QLSYQADLESETPGQLLHADYEESL
SGKNMFPQPSFGPNPFLGPVPIAPP
FFPHVWYGYPFQGFIENPVMRQNIV
LPSDEKGELDLSLENLDLSKDCGSV
STVDEFPEARGEHVHSLPEASVSSK
PDEGRTEQSSQTRKADTALASIPPVA
EGKAHPPTQILNRERETVPVELEPKR
TIQSLKEKTEKVKDPKTAADVVSPGA
NSVDSRVQRPKEESSEDENEVSNIL
RSGRSKQFYNQTYGSRKYKSDWGYS
GRGGYQHVRSEESWKGQPSRSRDE
GYQYHRNVRGRPFRGDRRRSGMGD
GHRGQHT




