UniprotKB Entry name organism full oglcnacscore o_glcnac phosphorylation sites PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion enqoplasmlc golgi
ID name sites reticulum |apparat
Q02078 MEF2A_HUMAN [Homo Myocyte- [20.675 S280;S281(S59;598;5235;5255;T312;T312;T31 |38665916;34019948;33214551;352 |MGRKKIQITRIMDERNRQVTFTKRK (True False 4.279 5.0 False False False
sapiens |specific 9;5355;5408;T415;5453;598;598;S9 |89036;32870666;31492838;300592 |[FGLMKKAYELSVLCDCEIALIIFNSS
enhancer 8;530;S30 00;40307207;40596516;29351928;3 [NKLFQYASTDMDKVLLKYTEYNEPH
factor 2A

5254053

ESRTNSDIVEALNKKEHRGCDSPDP
DTSYVLTPHTEEKYKKINEEFDNMM
RNHKIAPGLPPQNFSMSVTVPVTSP
NALSYTNPGSSLVSPSLAASSTLTDS
SMLSPPQTTLHRNVSPGAPQRPPST
GNAGGMLSTTDLTVPNGAGSSPVG
NGFVNSRASPNLIGATGANSLGKVM
PTKSPPPPGGGNLGMNSRKPDLRVV
IPPSSKGMMPPLSEEEELELNTQRIS
SSQATQPLATPVVSVTTPSLPPQGLV
'YSAMPTAYNTDYSLTSADLSALQGF
NSPGMLSLGQVSAWQQHHLGQAAL
SSLVAGGQLSQGSNLSINTNQNISIK
SEPISPPRDRMTPSGFQQQQQQQQQ
QQPPPPPQPQPQPPQPQPRQEMGRS
PVDSLSSSSSSYDGSDREDPRGDFH
SPIVLGRPPNTEDRESPSVKRMRMD
AWVT




