UniprotkB Entry name |organism full name |oglcnacscore joglcnac sites p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion wenc_loplasmlc golgi
ID sites reticulum |apparatu
Q02086 SP2_HUMAN [Homo Transcription|26.590852 S187;5188;5S196;S371;T375|S78 39302247;31492838;30379171;300 [MSDPQTSMAATAAVSPSDYLQPAAS [True False False [5.0 False False False

sapiens

factor Sp2

59200;39531497;40307207;306205
50;35132862;40596516;29351928;3
2574038;35254053

TTQDSQPSPLALLAATCSKIGPPAVE
IAAVTPPAPPQPTPRKLVPIKPAPLPLS
PGKNSFGILSSKGNILQIQGSQLSAS
YPGGQLVFAIQNPTMINKGTRSNAN
IQYQAVPQIQASNSQTIQVQPNLTNQ
IQIIPGTNQAIITPSPSSHKPVPIKPAPI
QKSSTTTTPVQSGANVVKLTGGGGN
VTLTLPVNNLVNASDTGAPTQLLTE
SPPTPLSKTNKKARKKSLPASQPPVA
VAEQVETVLIETTADNIIQAGNNLLIV
QSPGGGQPAVVQQVQVVPPKAEQQ
QVVQIPQQALRVVQAASATLPTVPQK
PSQNFQIQAAEPTPTQVYIRTPSGEV
QTVLVQDSPPATAAATSNTTCSSPAS
RAPHLSGTSKKHSAAILRKERPLPKI
IAPAGSIISLNAAQLAAAAQAMQTINI
NGVQVQGVPVTITNTGGQQQLTVQN
VSGNNLTISGLSPTQIQLQMEQALA
GETQPGEKRRRMACTCPNCKDGEK
RSGEQGKKKHVCHIPDCGKTFRKTS
LLRAHVRLHTGERPFVCNWFFCGK
RFTRSDELQRHARTHTGDKRFECAQ
CQKRFMRSDHLTKHYKTHLVTKNL




