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Q02241 KIF23_HUMAN Homo
sapiens

Kinesin-
like
protein
KIF23

19.658599 T758 S155;S160;S605;S682;S684;T738;S
814;S867;S902;S911;T927

40596516;34019948;40914422;303
79171

MKSARAKTPRKPTVKKGSQTNLKDP
VGVYCRVRPLGFPDQECCIEVINNTT
VQLHTPEGYRLNRNGDYKETQYSFK
QVFGTHTTQKELFDVVANPLVNDLI
HGKNGLLFTYGVTGSGKTHTMTGSP
GEGGLLPRCLDMIFNSIGSFQAKRY
VFKSNDRNSMDIQCEVDALLERQKR
EAMPNPKTSSSKRQVDPEFADMITV
QEFCKAEEVDEDSVYGVFVSYIEIYN
NYIYDLLEEVPFDPIKPKPPQSKLLRE
DKNHNMYVAGCTEVEVKSTEEAFE
VFWRGQKKRRIANTHLNRESSRSHS
VFNIKLVQAPLDADGDNVLQEKEQI
TISQLSLVDLAGSERTNRTRAEGNRL
REAGNINQSLMTLRTCMDVLRENQ
MYGTNKMVPYRDSKLTHLFKNYFD
GEGKVRMIVCVNPKAEDYEENLQV
MRFAEVTQEVEVARPVDKAICGLTP
GRRYRNQPRGPVGNEPLVTDVVLQS
FPPLPSCEILDINDEQTLPRLIEALEK
RHNLRQMMIDEFNKQSNAFKALLQ
EFDNAVLSKENHMQGKLNEKEKMI
SGQKLEIERLEKKNKTLEYKIEILEKT
TTIYEEDKRNLQQELETQNQKLQRQ
FSDKRRLEARLQGMVTETTMKWEK
ECERRVAAKQLEMQNKLWVKDEKL
KQLKAIVTEPKTEKPERPSRERDREK
VTQRSVSPSPVPLSSNYIAQISNGQQ
LMSQPQLHRRSNSCSSISVASCISE
WEQKIPTYNTPLKVTSIARRRQQEPG
QSKTCIVSDRRRGMYWTEGREVVPT
FRNEIEIEEDHCGRLLFQPDQNAPPI
RLRHRRSRSAGDRWVDHKPASNMQ
TETVMQPHVPHAITVSVANEKALAK
CEKYMLTHQELASDGEIETKLIKGDI
YKTRGGGQSVQFTDIETLKQESPNG
SRKRRSSTVAPAQPDGAESEWTDVE
TRCSVAVEMRAGSQLGPGYQHHAQ
PKRKKP

True False 4.638 5.0 3.636 1.434 1.502 2.067


