}Jl;l iprotKB Entry name |organism full name |oglcnacscore |oglcnac sites :il:::phorylatlon PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion ::Szll:ll:fnmlc N
Q02446 SP4_HUMAN Homo Transcription |28.321249 S77;5130;S160;T173;T184;5186;S1 (S46 29351928;26431879;34019948;395 |MSDQKKEEEEEAAAAAAMATEGGK (True False 4.526 |5.0 1.55 1.749
sapiens |factor Sp4 87;5188;T495;T497;S500;S501;S50 31497 TSEPENNNKKPKTSGSQDSQPSPLA

2;T505;T506;S529;T535;S537;T574;
T579;T589;T599;S610

LLAATCSKIGTPGENQATGQQQIIIDP
SQGLVQLQNQPQQLELVTTQLAGNA
WQLVASTPPASKENNVSQPASSSSS
SSSSNNGSASPTKTKSGNSSTPGQF
QVIQVQNPSGSVQYQVIPQLQTVEG
QQIQINPTSSSSLQDLQGQIQLISAG
NNQAILTAANRTASGNILAQNLANQ
TVPVQIRPGVSIPLQLQTLPGTQAQV
'VTTLPINIGGVTLALPVINNVAAGGG
TGQVGQPAATADSGTSNGNQLVSTP
TNTTTSASTMPESPSSSTTCTTTAST
SLTSSDTLVSSADTGQYASTSASSSE
RTIEESQTPAATESEAQSSSQLQPNG
MQNAQDQSNSLQQVQIVGQPILQQI
QIQQPQQQIIQAIPPQSFQLQSGQTIQ
TIQQQPLQNVQLQAVNPTQVLIRAPT
LTPSGQISWQTVQVQNIQSLSNLQV
QNAGLSQQLTITPVSSSGGTTLAQIA
PVAVAGAPITLNTAQLASVPNLQTVS
'VANLGAAGVQVQGVPVTITSVAGQQ
QGQDGVKVQQATIAPVTVAVGGIAN
ATIGAVSPDQLTQVHLQQGQQTSDQ
EVQPGKRLRRVACSCPNCREGEGRG
SNEPGKKKQHICHIEGCGKVYGKTS
HLRAHLRWHTGERPFICNWMFCGK
RFTRSDELQRHRRTHTGEKRFECPE
CSKRFMRSDHLSKHVKTHQNKKGG
GTALAIVTSGELDSSVTEVLGSPRIVT

IVAAISQDSNPATPNVSTNMEEF




