
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnac	sites phosphorylation

sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

0

Q02447 SP3_HUMAN Homo
sapiens

Transcription
factor	Sp3

19.197656 T118;S131;T134;S135;S136;T231;S
334;T346;S375;S389;T390;T407;S4
08;T417;T420

S73;S563;S566;S646 38665916;34019948;33214551;352
89036;39531497;26431879;351381
01;30397120;29351928;40596516;3
5254053

MTAPEKPVKQEEMAALDVDSGGGG
GGGGGHGEYLQQQQQHGNGAVAA
AAAAQDTQPSPLALLAATCSKIGPPS
PGDDEEEAAAAAGAPAAAGATGDLA
SAQLGGAPNRWEVLSATPTTIKDEA
GNLVQIPSAATSSGQYVLPLQNLQN
QQIFSVAPGSDSSNGTVSSVQYQVIP
QIQSADGQQVQIGFTGSSDNGGINQ
ESSQIQIIPGSNQTLLASGTPSANIQN
LIPQTGQVQVQGVAIGGSSFPGQTQV
VANVPLGLPGNITFVPINSVDLDSLG
LSGSSQTMTAGINADGHLINTGQAM
DSSDNSERTGERVSPDINETNTDTD
LFVPTSSSSQLPVTIDSTGILQQNTN
SLTTSSGQVHSSDLQGNYIQSPVSEE
TQAQNIQVSTAQPVVQHLQLQESQQ
PTSQAQIVQGITPQTIHGVQASGQNI
SQQALQNLQLQLNPGTFLIQAQTVT
PSGQVTWQTFQVQGVQNLQNLQIQ
NTAAQQITLTPVQTLTLGQVAAGGAF
TSTPVSLSTGQLPNLQTVTVNSIDSA
GIQLHPGENADSPADIRIKEEEPDPE
EWQLSGDSTLNTNDLTHLRVQVVD
EEGDQQHQEGKRLRRVACTCPNCK
EGGGRGTNLGKKKQHICHIPGCGKV
YGKTSHLRAHLRWHSGERPFVCNW
MYCGKRFTRSDELQRHRRTHTGEK
KFVCPECSKRFMRSDHLAKHIKTHQ
NKKGIHSSSTVLASVEAARDDTLITA
GGTTLILANIQQGSVSGIGTVNTSAT
SNQDILTNTEIPLQLVTVSGNETME

True False 4.531 5.0 False False


