UniprotKB Entry name |organism full oglcnacscore o-glcnac p.h osphorylation PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion en(!oplasmlc golgi I eXtI:i

ID name sites sites reticulum |apparatus membrane [regi¢

Q02539 H11_HUMAN [Homo Histone |32.299154 NaN S2;S12;544;S107;T204(22121020;33214551;37217939;325 [MSETVPPAPAASAAPEKPLAGKKAK (True False 2.4 4.735  [1.719 1.389 1.049 1.88 1.67:
sapiens H1.1 22876 KPAKAAAASKKKPAGPSVSELIVQAA

SSSKERGGVSLAALKKALAAAGYDV
EKNNSRIKLGIKSLVSKGTLVQTKGT
GASGSFKLNKKASSVETKPGASKVA
TKTKATGASKKLKKATGASKKSVKTP
KKAKKPAATRKSSKNPKKPKTVKPK
KVAKSPAKAKAVKPKAAKARVTKPKT
JAKPKKAAPKKK




