ELVASFSERVRNMSPDEIKIPPEPPG
RCSNHLQDKIQKLYERKIKEGMDM
NYIIQRKKEFRNPSIYEKLIQFCAIDE
LGTNYPKDMFDPHGWSEDSYYEAL
IAKAQKIEMDKLEKAKKERTKIEFVTG
TKKGTTTNATATSTSTASTAVADAQK
RKSKWDSAIPVTTIAQPTILTTTATLP
IAVWTVTTSASGSKTTVISAVGTIVKKA
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}Jl;l iprotKB Entry name |organism full oglcnacscore joglcnac sites p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enqoplasmlc
name sites reticulum
Q02614 S30BP_MOUSE [Mus SAP30- (71.962823 T231;T232;T233;T236;5239;T240;S [S18;S22;543;S52;5113|22517741;22645316;21606357;408 |[MAGKKNVLSSLAIYAEYSDPESDGE (True False 1.547 |4.561 [0.905 False
musculus |binding 244;T245 85482;26192747;36852467;234431 [TGVDAVGGATEEKGGLVSDAYGEDD
protein 34;35822049;40021952;34678516;2 [FSRPGGDEDGYEEEEDENSKQSED
9125738;30059200;40997131 DDSETEKPEADDPKDNTEAEKRDPQ




