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Q02630 NU116_YEAST Saccharomyces
cerevisiae

Nucleoporin
NUP116/NSP116

24.475439 NaN S886 33229814 MFGVSRGAFPSATTQPFGSTGSTFG
GQQQQQQPVANTSAFGLSQQTNTT
QAPAFGNFGNQTSNSPFGMSGSTT
ANGTPFGQSQLTNNNASGSIFGGM
GNNTALSAGSASVVPNSTAGTSIKPF
TTFEEKDPTTGVINVFQSITCMPEYR
NFSFEELRFQDYQAGRKFGTSQNGT
GTTFNNPQGTTNTGFGIMGNNNST
TSATTGGLFGQKPATGMFGTGTGSG
GGFGSGATNSTGLFGSSTNLSGNSA
FGANKPATSGGLFGNTTNNPTNGT
NNTGLFGQQNSNTNGGLFGQQQN
SFGANNVSNGGAFGQVNRGAFPQQ
QTQQGSGGIFGQSNANANGGAFGQ
QQGTGALFGAKPASGGLFGQSAGSK
AFGMNTNPTGTTGGLFGQTNQQQS
GGGLFGQQQNSNAGGLFGQNNQS
QNQSGLFGQQNSSNAFGQPQQQGG
LFGSKPAGGLFGQQQGASTFASGNA
QNNSIFGQNNQQQQSTGGLFGQQN
NQSQSQPGGLFGQTNQNNNQPFGQ
NGLQQPQQNNSLFGAKPTGFGNTS
LFSNSTTNQSNGISGNNLQQQSGGL
FQNKQQPASGGLFGSKPSNTVGGGL
FGNNQVANQNNPASTSGGLFGSKP
ATGSLFGGTNSTAPNASSGGIFGSN
NASNTAATTNSTGLFGNKPVGAGAS
TSAGGLFGNNNNSSLNNSNGSTGL
FGSNNTSQSTNAGGLFQNNTSTNT
SGGGLFSQPSQSMAQSQNALQQQQ
QQQRLQIQNNNPYGTNELFSKATVT
NTVSYPIQPSATKIKADERKKASLTN
AYKMIPKTLFTAKLKTNNSVMDKAQ
IKVDPKLSISIDKKNNQIAISNQQEE
NLDESILKASELLFNPDKRSFKNLIN
NRKMLIASEEKNNGSQNNDMNFKS
KSEEQETILGKPKMDEKETANGGER
MVLSSKNDGEDSATKHHSRNMDEE
NKENVADLQKQEYSEDDKKAVFAD
VAEKDASFINENYYISPSLDTLSSYSL
LQLRKVPHLVVGHKSYGKIEFLEPVD
LAGIPLTSLGGVIITFEPKTCIIYANLP
NRPKRGEGINVRARITCFNCYPVDK
STRKPIKDPNHQLVKRHIERLKKNP
NSKFESYDADSGTYVFIVNHAAEQT
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