}Jl;l iprotKB Entry name |organism full loglcnacscore °g lcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma extr_ace
name sites sites reticulum |apparatus membrane region
Q02878 RL6_HUMAN Homo Large 14.015198 NaN S127 37217939;30379171;33214551;221 |MAGEKVEKPDTKEKKPEAKKVDAG |[True False 5.0 4.52 1.933 3.598 0.982 1.3 1.385
sapiens [ribosomal 21020;38665916;34725712;321195 |GKVKKGNLKAKKPKKGKPHCSRNP
subunit 11;40914422;30444036;35083852;3 [VLVRGIGRYSRSAMYSRKAMYKRKY
protein 4019948;35138101;28510447 SAAKSKVEKKKKEKVLATVTKPVGG
eL6

KLLSHGKKPFSQHVRKLRASITPGTI
LIILTGRHRGKRVVFLKQLASGLLLV
TGPLVLNRVPLRRTHQKFVIATSTKI

QEGEIFDTEKEKYEITEQRKIDQKAV

IYPHKLVF

DKNGGTRVVKLRKMPRYYPTEDVPR

DISNVKIPKHLTDAYFKKKKLRKPRH

DSQILPKIKATPQLQGYLRSVFALTNG




