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Q02880 TOP2B_HUMAN Homo
sapiens

DNA
topoisomerase
2-beta

9.200119 S473;T477 S1236;T1292;S1336;S1340;S1342;S
1344;S1358;T1370;S1375;S1400;T1
403;S1413;T1421;S1424;S1441;S14
52;S1454;S1461;S1466;S1473;S147
6;S1522;S1524;S1526;S1550;S1552
;T1575;S1576;S1581;T1592;S1596;
T1609;S1613

23301498;30379171;34846842;347
25712;32119511;34019948

MAKSGGCGAGAGVGGGNGALTWVT
LFDQNNAAKKEESETANKNDSSKK
LSVERVYQKKTQLEHILLRPDTYIGS
VEPLTQFMWVYDEDVGMNCREVTF
VPGLYKIFDEILVNAADNKQRDKNM
TCIKVSIDPESNIISIWNNGKGIPVVE
HKVEKVYVPALIFGQLLTSSNYDDDE
KKVTGGRNGYGAKLCNIFSTKFTVE
TACKEYKHSFKQTWMNNMMKTSE
AKIKHFDGEDYTCITFQPDLSKFKME
KLDKDIVALMTRRAYDLAGSCRGVK
VMFNGKKLPVNGFRSYVDLYVKDKL
DETGVALKVIHELANERWDVCLTLS
EKGFQQISFVNSIATTKGGRHVDYVV
DQVVGKLIEVVKKKNKAGVSVKPFQ
VKNHIWVFINCLIENPTFDSQTKEN
MTLQPKSFGSKCQLSEKFFKAASNC
GIVESILNWVKFKAQTQLNKKCSSV
KYSKIKGIPKLDDANDAGGKHSLECT
LILTEGDSAKSLAVSGLGVIGRDRYG
VFPLRGKILNVREASHKQIMENAEI
NNIIKIVGLQYKKSYDDAESLKTLRY
GKIMIMTDQDQDGSHIKGLLINFIH
HNWPSLLKHGFLEEFITPIVKASKN
KQELSFYSIPEFDEWKKHIENQKAW
KIKYYKGLGTSTAKEAKEYFADMER
HRILFRYAGPEDDAAITLAFSKKKID
DRKEWLTNFMEDRRQRRLHGLPEQ
FLYGTATKHLTYNDFINKELILFSNS
DNERSIPSLVDGFKPGQRKVLFTCF
KRNDKREVKVAQLAGSVAEMSAYH
HGEQALMMTIVNLAQNFVGSNNIN
LLQPIGQFGTRLHGGKDAASPRYIFT
MLSTLARLLFPAVDDNLLKFLYDDN
QRVEPEWYIPIIPMVLINGAEGIGTG
WACKLPNYDAREIVNNVRRMLDGL
DPHPMLPNYKNFKGTIQELGQNQYA
VSGEIFVVDRNTVEITELPVRTWTQV
YKEQVLEPMLNGTDKTPALISDYKEY
HTDTTVKFVVKMTEEKLAQAEAAGL
HKVFKLQTTLTCNSMVLFDHMGCL
KKYETVQDILKEFFDLRLSYYGLRKE
WLVGMLGAESTKLNNQARFILEKIQ
GKITIENRSKKDLIQMLVQRGYESDP
VKAWKEAQEKAAEEDETQNQHDDS
SSDSGTPSGPDFNYILNMSLWSLTK
EKVEELIKQRDAKGREVNDLKRKSP
SDLWKEDLAAFVEELDKVESQERED
VLAGMSGKAIKGKVGKPKVKKLQLE
ETMPSPYGRRIIPEITAMKADASKKL
LKKKKGDLDTAAVKVEFDEEFSGAP
VEGAGEEALTPSVPINKGPKPKREKK
EPGTRVRKTPTSSGKPSAKKVKKRN
PWSDDESKSESDLEETEPVVIPRDSL
LRRAAAERPKYTFDFSEEEDDDADD
DDDDNNDLEELKVKASPITNDGEDE



FVPSDGLDKDEYTFSPGKSKATPEKS
LHDKKSQDFGNLFSFPSYSQKSEDD
SAKFDSNEEDSASVFSPSFGLKQTD
KVPSKTVAAKKGKPSSDTVPKPKRAP
KQKKVVEAVNSDSDSEFGIPKKTTTP
KGKGRGAKKRKASGSENEGDYNPG
RKTSKTTSKKPKKTSFDQDSDVDIFP
SDFPTEPPSLPRTGRARKEVKYFAES
DEEEDDVDFAMFN


