
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q02888 INA17_YEAST Saccharomyces
cerevisiae

Inner
membrane
assembly
complex
subunit	17

24.475439 NaN NaN 33229814 MLKRRSNALITLSRTKLFPITTVAYY
HRRLLNQQRRAVSTSPKKEIKSLED
LANLDSLDGVDTELIRDLINEHTTKL
NIKKELDMLKKFSQEEESGHEIPVK
RFIRPLWMFILMGSSVYLLLHFSWW
KLEHEERESQLKKEVEILEHQLNELI
VQDKTHNTSRGKGSNESTHMKPWY
RRWFW

None None None None None None None None None


