}Jl;l iprotkB Entry name organism [full name |oglcnacscore oglcnac p'h osphorylation PMIDS |sequence intracellular jextracellular cytosol nucleus mitochndrion em:loplasmlc golgi plasma extr‘acellular
sites sites reticulum apparatus membrane region
Q03052 PO3F1_HUMAN [Homo POU 19.994096 NaN NaN 37217939 MATTAQYLPRGPGGGAGGTGPLMH (True False 2.443 [4.759 |1.505 1.017 0.749 1.535 1.548
sapiens |domain, PDAAAAAAAAAAAERLHAGAAYREV
class 3, QKLMHHEWLGAGAGHPVGLAHPQ
transcription WLPTGGGGGGDWAGGPHLEHGKA
factor 1 GGGGTGRADDGGGGGGFHARLVHQ

GAAHAGAAWAQGSTAHHLGPAMSP
SPGASGGHQPQPLGLYAQAAYPGGG
GGGLAGMLAAGGGGAGPGLHHALH
EDGHEAQLEPSPPPHLGAHGHAHG
HAHAGGLHAAAAHLHPGAGGGGSS
VGEHSDEDAPSSDDLEQFAKQFKQR
RIKLGFTQADVGLALGTLYGNVFSQT
TICRFEALQLSFKNMCKLKPLLNKW
LEETDSSSGSPTNLDKIAAQGRKRK
KRTSIEVGVKGALESHFLKCPKPSAH
EITGLADSLQLEKEVVRVWFCNRRQ
KEKRMTPAAGAGHPPMDDVYAPGE
LGPGGGGASPPSAPPPPPPAALHHH
HHHTLPGSVQ




