UniprotKB Entry name |organism full oglcnacscore oglcnac phosphorylation sites PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion em?oplasmlc golgi E extl:acellular
ID name sites reticulum apparatus membrane region
Q03111 ENL_HUMAN [Homo Protein [25.875327 S334 S155;5292;S296;S359;S361 (30059200 MDNQCTVQVRLELGHRAQLRKKPT |True False 4.678 |[5.0 1.64 0.989 1.578 1.437 1.278

sapiens [ENL TEGFTHDWMVFVRGPEQCDIQHFV

EKVVFWLHDSFPKPRRVCKEPPYKV
EESGYAGFIMPIEVHFKNKEEPRKV
CFTYDLFLNLEGNPPVNHLRCEKLT
FNNPTTEFRYKLLRAGGVMVMPEG
ADTVSRPSPDYPMLPTIPLSAFSDPK
KTKPSHGSKDANKESSKTSKPHKVT
KEHRERPRKDSESKSSSKELEREQA
KSSKDTSRKLGEGRLPKEEKAPPPK
AAFKEPKMALKETKLESTSPKGGPP
PPPPPPPRASSKRPATADSPKPSAKK
QKKSSSKGSRSAPGTSPRTSSSSSFS
DKKPAKDKSSTRGEKVKAESEPREA
KKALEVEESNSEDEASFKSESAQSS
PSNSSSSSDSSSDSDFEPSQNHSQG
PLRSMVEDLQSEESDEDDSSSGEEA
AGKTNPGRDSRLSFSDSESDNSADS
SLPSREPPPPQKPPPPNSKVSGRRSP
ESCSKPEKILKKGTYDKAYTDELVEL
HRRLMALRERNVLQQIVNLIEETGH
FNVINTTFDFDLFSLDETTVRKLQS
CLEAVAT




