}J];l iprotKB Entry name organism full oglcnacscore oglcnac p‘h osphorylation PMIDS [sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl:acellular
name sites sites reticulum apparatus membrane region
Q03137 EPHA4 MOUSE Mus Ephrin |24.474581 NaN T596;T602;T779;T928|33300544 [MAGIFYFILFSFLFGICDAVTGSRVYP |True True 1.666 |2.236 [4.336 1.496 1.284 5.0 2.161
musculus [type-A ANEVTLLDSRSVQGELGWIASPLEG
receptor GWEEVSIMDEKNTPIRTYQVCNVME
4 ASQNNWLRTDWITREGAQRVYIEIK

FTLRDCNSLPGVMGTCKETFNLYYY
ESDNDKERFIRESQFGKIDTIAADES
FTQVDIGDRIMKLNTEIRDVGPLSKK
GFYLAFQDVGACIALVSVRVFYKKCP
LTVRNLAQFPDTITGADTSSLVEVRG
SCVNNSEEKDVPKMYCGADGEWLV
PIGNCLCNAGHEEQNGECQACKIGY
'YKALSTDASCAKCPPHSYSVWEGAT
SCTCDRGFFRADNDAASMPCTRPPS
APLNLISNVNETSVNLEWSSPQNTG
GRQDISYNVVCKKCGAGDPSKCRPC
GSGVHYTPQQNGLKTTRVSITDLLA
HTNYTFEIWAVNGVSKYNPSPDQSV
SVTVTTNQAAPSSIALVQAKEVTRYS
VALAWLEPDRPNGVILEYEVKYYEK
DQNERSYRIVRTAARNTDIKGLNPLT
SYVFHVRARTAAGYGDFSEPLEVTT
NTVPSRIIGDGANSTVLLVSVSGSVV
LVVILIAAFVISRRRSKYSKAKQEADE
EKHLNQGVRTYVDPFTYEDPNQAVR
EFAKEIDASCIKIEKVIGVGEFGEVCS
GRLKVPGKREICVAIKTLKAGYTDKQ
RRDFLSEASIMGQFDHPNIIHLEGVV
TKCKPVMIITEYMENGSLDAFLRKN
DGRFTVIQLVGMLRGIGSGMKYLSD
MSYVHRDLAARNILVNSNLVCKVSD
FGMSRVLEDDPEAAYTTRGGKIPIR
WTAPEAIAYRKFTSASDVWSYGIVM
WEVMSYGERPYWDMSNQDVIKAIE
EGYRLPPPMDCPIALHQLMLDCWQ
KERSDRPKFGQIVNMLDKLIRNPNS
LKRTGSESSRPNTALLDPSSPEFSAV
VSVGDWLQAIKMDRYKDNFTAAGYT
TLEAVVHMSQDDLARIGITAITHQNK
ILSSVQAMRTQMQQMHGRMVPV




