
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnac

sites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

0

Q03141 MARK3_MOUSE Mus
musculus

MAP/microtubule
affinity-
regulating	kinase
3

39.954191 NaN S42;T211;S368;S374;S376;S380;S3
83;S400;S419;S469;S540;S543;T54
9;T564;S583;S598;S601;S643

22517741;28528544;33300544;226
45316

MSTRTPLPTVNERDTENHISHGDGR
QEVTSRTGRSGARCRNSIASCADEQ
PHIGNYRLLKTIGKGNFAKVKLARHI
LTGREVAIKIIDKTQLNPTSLQKLFRE
VRIMKILNHPNIVKLFEVIETEKTLYL
IMEYASGGEVFDYLVAHGRMKEKEA
RAKFRQIVSAVQYCHQKRIVHRDLK
AENLLLDADMNIKIADFGFSNEFTV
GSKLDTFCGSPPYAAPELFQGKKYD
GPEVDVWSLGVILYTLVSGSLPFDGQ
NLKELRERVLRGKYRIPFYMSTDCE
NLLKRFLVLNPVKRGTLEQIMKDRW
INAGHEEDELKPFVEPELDISDQKRI
DIMVGMGYSQEEIQESLSKMKYDEI
TATYLLLGRKSAELDASDSSSSSNLS
LAKVRPNSDLSNSTGQSPHHKGQRS
VSSSQKQRRYSDHAGPAIPSVVAYPK
RSQTSTADSDLKEDGIPSRKSSSSAV
GGKGIAPASPMLGNAGNPNKADIPE
RKKSPAVPSSNTASGGMTRRNTYVC
SERCAADRHSVIQNGKENSAIPDER
TPVASTHSISSATTPDRIRFPRGTASR
STFHGQPRERRTATYNGPPASPSLS
HEATPLSQTRSRGSTNLFSKLTSKLT
RRNMSFRFIKRLPTEYERNGRYEGS
SRNVSSEQKDENREAKPRSLRFTWS
MKTTSSMDPSDMMREIRKVLDANN
CDYEQRERFLLFCVHGDGHAENLV
QWEMEVCKLPRLSLNGVRFKRISGT
SIAFKNIASKIANELKL

None None None None None None None


