}Jl;l iprotkB Entry name |organism full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion ent.loplasmm golgi plasma extl:acellular
sites sites reticulum apparatus membrane [region
Q03213 HOT1_YEAST |Saccharomyces High- 24.475439 NaN S146;S153 33229814 MSGMGIAILCIVRTKIYRITISFDYSTL |None None None [None None None None None None
cerevisiae osmolarity- MSPFFLFLMMPTTLKDGYRMNSQV
induced NEDAIGINLDLSLPTHISPTTGSESAS
transcription GSNASTLRNDGNALDGGLLRTSAAI
protein 1 SAPTGTSQPTETIGEKLSNEERVNSN

IVSASNSTTAGTGRMLSQSLTNDSPS
NEISTDQLKIFQRMDEMSARMIEME
ESFNKLSNKIAEQNTMVLNLKQDN
'YKVMNKLNILLKLVAQPSARPSTNN
IAQNKLAIELLNSISAVSSAYLQKMQ
NNGSGRQHTADLCTGDSNTHSGIN
QHRTTNGTIDVNTNTAQLNNQFSN
IALNTILPDQQHNRNNVSQNINQSLP
NRQLGPVINTQANQNQSQVLIHNTN
THQQVNRSPISFPNASTDKPFKLNP
NGIKRRRRNTQSNNNASTNDHASA
IAQKPISALSPLTNSHNSTTSMNYTN
SSIHSGVTSASNSFHDLNSLNNFGT
TTALSLPSLALDNASFPPNQNVIPPII
NNTQQPLSFSQLINQDSTTSELLPSG
KSGVNTNIVNRNRASTLPSYPKPMT
IVKSNVDDDGYQEDDDDDGDDEGDG
RDNEEDSTAEEDEVDDEIETDMKN
IASINKRRRSLHHKKSNSLNGRRKLH
GESATKPNINSDLHYRILKAPTDVKT
IWEEYDTGIRGKPSIKHLEAKYGNK
WRLNKNKKTFSRRKRLYKFILNGME
RGKTAQEMIETLENKRLYKDDEDGE
IVKKRTIGWLQESLAGI




