i T h ] . .
UniprotKB Entry name |organism [full name oglcnacscore oglcnac L vlation PMIDS [sequence intracellular extracellular [cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl:acellular
1D sites sites reticulum |apparatus membrane [region
Q03311 CHLE_MOUSE [Mus Cholinesterase |24.474581 NaN S227 33300544 MQTQHTKVTQTHFLLWILLLCMPF |True True 2.268 5.0 2.593 5.0 1.877 4.049 4.772

musculus GKSHTEEDFIITTKTGRVRGLSMPVL

GGTVTAFLGIPYAQPPLGSLRFKKPQ
PLNKWPDIHNATQYANSCYQNIDQA
FPGFQGSEMWNPNTNLSEDCLYLN
'VWIPVPKPKNATVMVWIYGGGFQTG
TSSLPVYDGKFLARVERVIVVSMNYR
VGALGFLAFPGNPDAPGNMGLFDQ
QLALQWVQRNIAAFGGNPKSITIFGE
SAGAASVSLHLLCPQSYPLFTRAILE
SGSSNAPWAVKHPEEARNRTLTLAK
FTGCSKENEMEMIKCLRSKDPQEIL
RNERFVLPSDSILSINFGPTVDGDFL
TDMPHTLLQLGKVKKAQILVGVNKD
EGTAFLVYGAPGFSKDNDSLITRKEF
QEGLNMYFPGVSRLGKEAVLFYYVD
'WLGEQSPEVYRDALDDVIGDYNIICP
ALEFTKKFAELENNAFFYFFEHRSS
KLPWPEWMGVMHGYEIEFVFGLPL
GRRVNYTRAEEIFSRSIMKTWANFA
KYGHPNGTQGNSTMWPVFTSTEQK
YLTLNTEKSKIYSKLRAPQCQFWRLF
FPKVLEMTGDIDETEQEWKAGFHR
'WSNYMMDWQNQFNDYTSKKESCT
AL




