
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q03441 RMD1_YEAST Saccharomyces
cerevisiae

Sporulation
protein
RMD1

24.475439 NaN NaN 33229814 MVDSNDDQPERHALLHNDIQTSNN
SRPSLVQKKYLPTPQDTRKSRASYTG
SAMINPTSKQSRTGSGAQRTSRTAQ
KLKLLPEEPFQRDSERLTDLKNQEV
YSQVNRIKDKPARRDAEKLGKAHRH
LLPRSTAYCTASSYNMKELVRWLKD
CRKLHHTHPKLFDECLYTPFIYNDW
RGDKRFEDEDVIRLDDEGGEIIVSDK
HPDLFIFEYGVVVMWGFTEREEKAF
LNDIEKFEKEKLAEEDIQVEEFNYYV
TKSYQPRIYNDFITLRDGSNYMVKLS
ISHAIAQSVKISLFEELVDNTIEDTQD
IPQEIAYSGKVSMSKEDIMKSIGELFI
LRININLHGSVLDSPEIMWSEPQLEP
IYQATRGYLEINQRVSLLNQRLEVIS
DLLQMLKEQLGHSHEEYLEFIVILLV
GVEVLISVINIVVDMLASQH

None None None None None None None None None


