}J];l iprotKB Entry name organism full oglcnacscore oglcnac phosphorylation sites PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma extll"acellular
name sites reticulum |apparatus membrane [region
Q03468 ERCC6_HUMAN [Homo DNA 18.379595 NaN $10;S158;5429;S430;5486;5489;S1 (30379171 MPNEGIPHSSQTQEQDCLQSQPVS [True False 2.607 (5.0 1.801 1.313 0.785 1.577 1.486
sapiens excision 142;S1348 NNEEMAIKQESGGDGEVEEYLSFRS
repair IVGDGLSTSAVGCASAAPRRGPALLHI
protein DRHQIQAVEPSAQALELQGLGVDVY
ERCC-6 DQDVLEQGVLQQVDNAIHEASRASQ

LVDVEKEYRSVLDDLTSCTTSLRQIN
KIIEQLSPQAATSRDINRKLDSVKRQ
KYNKEQQLKKITAKQKHLQAILGGA
EVKIELDHASLEEDAEPGPSSLGSM
LMPVQETAWEELIRTGQMTPFGTQI
PQKQEKKPRKIMLNEASGFEKYLAD
QAKLSFERKKQGCNKRAARKAPAPV
TPPAPVQNKNKPNKKARVLSKKEER
LKKHIKKLQKRALQFQGKVGLPKAR
RPWESDMRPEAEGDSEGEESEYFPT
EEEEEEEDDEVEGAEADLSGDGTDY
ELKPLPKGGKRQKKVPVQEIDDDEF
PSSGEEAEAASVGEGGGGGRKVGRY
RDDGDEDYYKQRLRRWNKLRLQDK
EKRLKLEDDSEESDAEFDEGFKVPG
FLFKKLFKYQQTGVRWLWELHCQQ
IAGGILGDEMGLGKTIQIIAFLAGLSYS
KIRTRGSNYRFEGLGPTVIVCPTTVM
HQWVKEFHTWWPPFRVAILHETGS
'YTHKKEKLIRDVAHCHGILITSYSYIR
LMQDDISRYDWHYVILDEGHKIRNP
NAAVTLACKQFRTPHRIILSGSPMQ
NNLRELWSLFDFIFPGKLGTLPVFM
EQFSVPITMGGYSNASPVQVKTAYK
CACVLRDTINPYLLRRMKSDVKMSL
SLPDKNEQVLFCRLTDEQHKVYQNF
VDSKEVYRILNGEMQIFSGLIALRKI
CNHPDLFSGGPKNLKGLPDDELEED
QFGYWKRSGKMIVVESLLKIWHKQG
QRVLLFSQSRQMLDILEVFLRAQKY
TYLKMDGTTTIASRQPLITRYNEDTSI
FVFLLTTRVGGLGVNLTGANRVVIYD
PDWNPSTDTQARERAWRIGQKKQV
TVYRLLTAGTIEEKIYHRQIFKQFLTN
RVLKDPKQRRFFKSNDLYELFTLTSP
DASQSTETSAIFAGTGSDVQTPKCHL
KRRIQPAFGADHDVPKRKKFPASNIS
VNDATSSEEKSEAKGAEVNAVTSNR
SDPLKDDPHMSSNVTSNDRLGEET
NAVSGPEELSVISGNGECSNSSGTG
KTSMPSGDESIDEKLGLSYKRERPS
QAQTEAFWENKQMENNFYKHKSKT
KHHSVAEEETLEKHLRPKQKPKNSK
HCRDAKFEGTRIPHLVKKRRYQKQD
SENKSEAKEQSNDDYVLEKLFKKSV
GVHSVMKHDAIMDGASPDYVLVEA
EANRVAQDALKALRLSRQRCLGAVS
GVPTWTGHRGISGAPAGKKSRFGKK
RNSNFSVQHPSSTSPTEKCQDGIMK
KEGKDNVPEHFSGRAEDADSSSGPL
IASSSLLAKMRARNHLILPERLESESG
HLQEASALLPTTEHDDLLVEMRNFI
IAFQAHTDGQASTREILQEFESKLSAS
QSCVFRELLRNLCTFHRTSGGEGIW
KLKPEYC




