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Q03533 TDA1_YEAST Saccharomyces
cerevisiae

Serine/threonine-
protein	kinase
TDA1

24.475439 NaN T504;S509;S518;T538;S578 33229814 MTTASSSASQLQQRLPEEKPWPQLS
GSNADAQTFKCKYVTNHNSLGDGN
FSVVKECMNIHTKDLYAMKLIKKQT
VKNKIQLIQREFDLLRSISEKIRDME
KKNEHSLDIFEGHHHILQLFDYFET
ADNIVLITQLCQKGDLYEKIVENQCL
DLETQVTSYCACLVSVLEFLHSQGIV
HRDLKAENVLFRLRVNENEKNLQG
EHHGDFKYDLLAHDLVLADFGLAAE
YNTSKVNSLKEFVGTISYIAPEIVKCK
GVGEMTPDQVGKLDKYGCPVDIWAL
GVLTYFMAFGYTPFDCTTDDETLECI
SKCDYYVDEQMMHDPKYEQFWNF
VQCCFTIDPAVRRSAKNLKQHPFIKD
YFATSNSLNTKDTPNFSFHPTIRRVS
STASMHTLRSPSKSRKTTTLAYLNM
DGGSSETSTAFSSKMDLPDLYVDRTI
NSRERSLNRIRDTLKKTLSMTSLKPA
GTFDYLHANKNGTSLSSSKSGLVKK
NSTFVLDPKPPKNSLMNGCFSTTPE
SRSNFNTPKTLSRQGSSTSVKKYVN
EVDLLLTPRTASMSSNDTTAINDYDT
TNDKNPARKHAASFQVNVDDSDGD
ETMQI

None None None None None None None None None


