UniprotKB Entry name |organism full name oglcnacscore oglcnac phosphorylation sites PMIDS [sequence intracellular extracellular cytosol nucleus mitochndrion em!oplasmlc golgi k ethaceIIUIi
ID sites reticulum |apparatus membrane region
Q03533 'TDA1_YEAST [Saccharomyces |Serine/threonine-|24.475439 NaN T504;S509;S518;T538;S578|33229814 [MTTASSSASQLQQRLPEEKPWPQLS [None None None |None None None None None None

cerevisiae

protein kinase
TDA1

GSNADAQTFKCKYVTNHNSLGDGN
FSVVKECMNIHTKDLYAMKLIKKQT
IVKNKIQLIQREFDLLRSISEKIRDME
KKNEHSLDIFEGHHHILQLFDYFET
IADNIVLITQLCQKGDLYEKIVENQCL
DLETQVTSYCACLVSVLEFLHSQGIV
HRDLKAENVLFRLRVNENEKNLQG
EHHGDFKYDLLAHDLVLADFGLAAE
IYNTSKVNSLKEFVGTISYIAPEIVKCK
GVGEMTPDQVGKLDKYGCPVDIWAL
GVLTYFMAFGYTPFDCTTDDETLECI
SKCDYYVDEQMMHDPKYEQFWNF
IVQCCFTIDPAVRRSAKNLKQHPFIKD
YFATSNSLNTKDTPNFSFHPTIRRVS
STASMHTLRSPSKSRKTTTLAYLNM
DGGSSETSTAFSSKMDLPDLYVDRTI
NSRERSLNRIRDTLKKTLSMTSLKPA
GTFDYLHANKNGTSLSSSKSGLVKK
NSTFVLDPKPPKNSLMNGCFSTTPE
SRSNFNTPKTLSRQGSSTSVKKYVN
EVDLLLTPRTASMSSNDTTAINDYDT
ITNDKNPARKHAASFQVNVDDSDGD
ETMQI




