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reticulum
golgi
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plasma
membrane
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region

0

Q03780 YD239_YEAST Saccharomyces
cerevisiae

Uncharacterized
protein
YDR239C

24.475439 NaN S63;S254;S313;S342;S345;S390;S4
77;S492;S546;S683;S699

33229814 MFDGFSNNKGKRRSFFRFGSESKN
NDSEKSVRKPSVPSTIKKSTNIARTS
TAETSAPDIPPRSPNRNAHSRSHSIQ
APLQKETLKNTNPFLNAEDTLGDSL
ELTQSKEASGNDHKGIEYLQENNIIG
QRTNPFTTSANSNAHFSKIKRSRPPP
PPMDMKSITTSISNNTTKEEIESNN
DSERDSIAISSTHNQHRRQRSEAEK
LVDDIENYINEHKVSSGSSLSLDTSE
NSDTKASQDKLPVDVMEAPILRNVS
AESSLSYVKPLIVDNEEVNKASNGN
LVQSDHLKEFSSNLDDGDDKFSFST
SASGKSTKSLQQVSKDESSGFKAAH
FDFAYKSNEHLGSDGSIASARKPLRI
TNEIDSGSSNEDDDDGLQEKGFVDS
ESKAFINYASDQGSSIKNDVSTQEPE
LPSHRRIFRVVNEDRPSFYLNSVND
TGSLTDKHSFDTASSGEYDAKSNFS
SQSGLSISKGSKSTVLAALDSNGNTK
SSNKTSELNSLNSISESLVPAAHSFN
EHTVTIPATVDLPNPVHDAPSERSVK
CSPLTSVVSNKSEKSVPLVSSYVEEL
RLKYYKTSNFLQAPPNLPVALKQKN
NLIQPKNIKVKLRTSSKQIGIKHGKV
KQKLLALETRNEESDGTATGLKNKI
NVDHTKEFHKLLGKENETGSISKKE
GTDAEQAEDYLKDIPGDEAYNSDDI
MAPLREKRGQNGSVDSVSRSNTVV
SYYTRSQNRMRSGTLDNDYVNRQK
LPTHISLQDYRDANARSNISRQDSVS
TTNSDVVDLSYSLGHGLRVANPDSD
PE

None None None None None None None None None


