}Jl;l iprotKB Entry name |organism full name |oglcnacscore oglcnac sites iphosphorylation sites PMIDS 'sequence intracellular extracellular|cytosol nucleus mitochndrion ::;
Q04207 'TF65_MOUSE [Mus Transcription [59.379209 'T322;S370;S374;S384;S396 [T176;T254;5S276;5S281;S311;T433;S [25915426;25835259;26370562;300 [MDDLFPLIFPSEPAQASGPYVEIIEQP True False 5.0 5.0 2.769 2.36
musculus [factor p65 467;T504;S527;S534 42374;32038294;24274545;226453 [ KQRGMRFRYKCEGRSAGSIPGERST

16;37349834;36149580;27927986;3
4668190;31409917

DTTKTHPTIKINGYTGPGTVRISLVTK
DPPHRPHPHELVGKDCRDGYYEADL
CPDRSIHSFQNLGIQCVKKRDLEQAI
SQRIQTNNNPFHVPIEEQRGDYDLN
IAVRLCFQVTVRDPAGRPLLLTPVLSH
PIFDNRAPNTAELKICRVNRNSGSCL
GGDEIFLLCDKVQKEDIEVYFTGPG
IWEARGSFSQADVHRQVAIVFRTPPY
IADPSLQAPVRVSMQLRRPSDRELSE
PMEFQYLPDTDDRHRIEEKRKRTYE
TFKSIMKKSPFNGPTEPRPPTRRIAV
PTRNSTSVPKPAPQPYTFPASLSTIN
FDEFSPMLLPSGQISNQALALAPSSA
PVLAQTMVPSSAMVPLAQPPAPAPV
LTPGPPQSLSAPVPKSTQAGEGTLSE
IALLHLQFDADEDLGALLGNSTDPGV
FTDLASVDNSEFQQLLNQGVSMSH
STAEPMLMEYPEAITRLVTGSQRPP
DPAPTPLGTSGLPNGLSGDEDFSSIA
DMDFSALLSQISS




