UniprotKB Entry organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol [nucleus jmitochndrion en(!oplasmlc golgi plasma extx:acellular
ID name name sites sites reticulum apparatus membrane [region
Q04671 P _HUMAN [Homo P 34.545521 NaN NaN 28411811;23271734;39894887 MHLEGRDGRRYPGAPAVELLQTSVP [False True False |False False 5.0 False 0.55 False

sapiens  [protein SGLAELVAGKRRLPRGAGGADPSHS

CPRGAAGQSSWAPAGQEFASFLTKG
RSHSSLPQMSSSRSKDSCFTENTPL
LRNSLQEKGSRCIPVYHPEFITAEES
WEDSSADWERRYLLSREVSGLSASA
SSEKGDLLDSPHIRLRLSKLRRCVQ
WLKVMGLFAFVVLCSILFSLYPDQG
KLWQLLALSPLENYSVNLSSHVDST
LLQVDLAGALVASGPSRPGREEHIVV
ELTQADALGSRWRRPQQVTHNWTV
YLNPRRSEHSVMSRTFEVLTRETVSI
SIRASLQQTQAVPLLMAHQYLRGSV
ETQVTIATAILAGVYALIIFEIVHRTLA
IAMLGSLAALAALAVIGDRPSLTHVVE
\WIDFETLALLFGMMILVAIFSETGFF
DYCAVKAYRLSRGRVWAMIIMLCLIA
IAVLSAFLDNVTTMLLFTPVTIRLCEV
LNLDPRQVLIAEVIFTNIGGAATAIGD
PPNVIIVSNQELRKMGLDFAGFTAH
MFIGICLVLLVCFPLLRLLYWNRKLY
NKEPSEIVELKHEIHVWRLTAQRISP
ASREETAVRRLLLGKVLALEHLLARR
LHTFHRQISQEDKNWETNIQELQKK
HRISDGILLAKCLTVLGFVIFMFFLN
SFVPGIHLDLGWIAILGAIWLLILADI
HDFEIILHRVEWATLLFFAALFVLME
ALAHLHLIEYVGEQTALLIKMVPEEQ
RLIAAIVLVVWVSALASSLIDNIPFTA
TMIPVLLNLSHDPEVGLPAPPLMYA
LAFGACLGGNGTLIGASANVVCAGIA
EQHGYGFSFMEFFRLGFPMMVVSC

TVGMCYLLVAHVVVGWN




