UniprotKB Entry name |organism full name oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular lextracellular cytosol nucleus mitochndrion enc‘loplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
Q04841 3MG_MOUSE Mus DNA-3- 25.810548 NaN S98;5272 29187734 MPARGGSARPGRGALKPVSVTLLPD |None None None |None None None None None None
musculus [methyladenine TEQPPFLGRARRPGNARAGSLVTGY
glycosylase HEVGQMPAPLSRKIGQKKQRLADSE

QQQTPKERLLSTPGLRRSIYFSSPED
HSGRLGPEFFDQPAVTLARAFLGQV
LVRRLADGTELRGRIVETEAYLGPED
EAAHSRGGRQTPRNRGMFMKPGTL
YVYLIYGMYFCLNVSSQGAGACVLL
RALEPLEGLETMRQLRNSLRKSTVG
RSLKDRELCSGPSKLCQALAIDKSFD
QRDLAQDDAVWLEHGPLESSSPAVV
IVAAARIGIGHAGEWTQKPLRFYVQG
SPWVSVVDRVAEQMDQPQQTACSE
GLLIVQK




