
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q04857 CO6A1_MOUSE Mus
musculus

Collagen
alpha-
1(VI)
chain

32.192894 NaN NaN 28135057;36288343;37507081;291
87734;39927985

MRLAHALLPLLLQACWVATQDIQGS
KAIAFQDCPVDLFFVLDTSESVALRL
KPYGALVDKVKSFTKRFIDNLRDRYY
RCDRNLVWNAGALHYSDEVEIIRGL
TRMPSGRDELKASVDAVKYFGKGTY
TDCAIKKGLEELLIGGSHLKENKYLI
VVTDGHPLEGYKEPCGGLEDAVNEA
KHLGIKVFSVAITPDHLEPRLSIIATD
HTYRRNFTAADWGHSRDAEEVISQT
IDTIVDMIKNNVEQVCCSFECQAAR
GPPGPRGDPGYEGERGKPGLPGEKG
EAGDPGRPGDLGPVGYQGMKGEKG
SRGEKGSRGPKGYKGEKGKRGIDGV
DGMKGETGYPGLPGCKGSPGFDGIQ
GPPGPKGDAGAFGMKGEKGEAGAD
GEAGRPGNSGSPGDEGDPGEPGPPG
EKGEAGDEGNAGPDGAPGERGGPG
ERGPRGTPGVRGPRGDPGEAGPQG
DQGREGPVGIPGDSGEAGPIGPKGY
RGDEGPPGPEGLRGAPGPVGPPGDP
GLMGERGEDGPPGNGTEGFPGFPG
YPGNRGPPGLNGTKGYPGLKGDEGE
VGDPGEDNNDISPRGVKGAKGYRGP
EGPQGPPGHVGPPGPDECEILDIIMK
MCSCCECTCGPIDILFVLDSSESIGL
QNFEIAKDFIIKVIDRLSKDELVKFEP
GQSHAGVVQYSHNQMQEHVDMRS
PNVRNAQDFKEAVKKLQWMAGGTF
TGEALQYTRDRLLPPTQNNRIALVIT
DGRSDTQRDTTPLSVLCGADIQVVS
VGIKDVFGFVAGSDQLNVISCQGLS
QGRPGISLVKENYAELLDDGFLKNIT
AQICIDKKCPDYTCPITFSSPADITILL
DSSASVGSHNFETTKVFAKRLAERF
LSAGRADPSQDVRVAVVQYSGQGQQ
QPGRAALQFLQNYTVLASSVDSMDF
INDATDVNDALSYVTRFYREASSGAT
KKRVLLFSDGNSQGATAEAIEKAVQ
EAQRAGIEIFVVVVGPQVNEPHIRVL
VTGKTAEYDVAFGERHLFRVPNYQA
LLRGVLYQTVSRKVALG

False True 2.065 2.159 3.489 4.434 1.265 5.0 4.561


