UniprotKB Entry name organism [full name |oglcnacscore qglcnac phosphorylation sites PMIDS [sequence intracellular [extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl:acellular
1D sites reticulum |apparatus membrane region
Q04899 CDK18_MOUSE Mus Cyclin- 24.474581 NaN S12;551;566;575;5109;S417;S420 (33300544 MNKMKNFKRRLSLSVPRPETIEESL |None None None [None |None None None None None
musculus |dependent AEFTEQFNQLHTQTNEDGTDEPEQL
kinase 18 SPGMQYQQRQNQRRFSMEDLNKRL

SLPMDIRLPQEFLQKLQLENPGLPK
PLTRMSRRASLSDIGFGKLETYVKLD
KLGEGTYATVFKGRSKLTENLVALK
EIRLEHEEGAPCTAIREVSLLKDLKH
ANIVTLHDLIHTDRSLTLVFEYLDSD
LKQYLDHCGNLMNMHNVKIFMFQ
LLRGLAYCHHRKILHRDLKPQNLLI
NERGELKLADFGLARAKSVPTKTYS
NEVVTLWYRPPDVLLGSTEYSTPID
MWGVGCILYEMATGKPLFPGSTVKE
ELHLIFRLLGTPTEESWPGVTSISEF
RAYNFPRYLPQPLLSHAPRLDTEGIN
LLSSLLLYESKSRMSAEAALNHPYF
QSLGDRVHQLHDTASIFSLKEIQLQK
DPGYRGLAFQHPGRGKSRRQSIF




