
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q04947 RTN1_YEAST Saccharomyces
cerevisiae

Reticulon-
like
protein	1

24.475439 NaN T186;T219;S232 33229814 MSASAQHSQAQQQQQQKSCNCDLL
LWRNPVQTGKYFGGSLLALLILKKV
NLITFFLKVAYTILFTTGSIEFVSKLFL
GQGLITKYGPKECPNIAGFIKPHIDE
ALKQLPVFQAHIRKTVFAQVPKHTF
KTAVALFLLHKFFSWFSIWTIVFVAD
IFTFTLPVIYHSYKHEIDATVAQGVEI
SKQKTQEFSQMACEKTKPYLDKVES
KLGPISNLVKSKTAPVSSTAGPQTAS
TSKLAADVPLEPESKAYTSSAQVMPE
VPQHEPSTTQEFNVDELSNELKKST
KNLQNELEKNNA

None None None None None None None None None


