
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q05086 UBE3A_HUMAN Homo
sapiens

Ubiquitin-
protein
ligase
E3A

24.275814 S372;S503 S218;T659 23301498;30379171;38665916;409
14422;30620550;29351928

MEKLHQCYWKSGEPQSDDIEASRM
KRAAAKHLIERYYHQLTEGCGNEAC
TNEFCASCPTFLRMDNNAAAIKALE
LYKINAKLCDPHPSKKGASSAYLENS
KGAPNNSCSEIKMNKKGARIDFKDV
TYLTEEKVYEILELCREREDYSPLIRV
IGRVFSSAEALVQSFRKVKQHTKEEL
KSLQAKDEDKDEDEKEKAACSAAA
MEEDSEASSSRIGDSSQGDNNLQKL
GPDDVSVDIDAIRRVYTRLLSNEKIE
TAFLNALVYLSPNVECDLTYHNVYS
RDPNYLNLFIIVMENRNLHSPEYLE
MALPLFCKAMSKLPLAAQGKLIRLW
SKYNADQIRRMMETFQQLITYKVIS
NEFNSRNLVNDDDAIVAASKCLKM
VYYANVVGGEVDTNHNEEDDEEPIP
ESSELTLQELLGEERRNKKGPRVDP
LETELGVKTLDCRKPLIPFEEFINEPL
NEVLEMDKDYTFFKVETENKFSFM
TCPFILNAVTKNLGLYYDNRIRMYSE
RRITVLYSLVQGQQLNPYLRLKVRRD
HIIDDALVRLEMIAMENPADLKKQL
YVEFEGEQGVDEGGVSKEFFQLVVE
EIFNPDIGMFTYDESTKLFWFNPSSF
ETEGQFTLIGIVLGLAIYNNCILDVHF
PMVVYRKLMGKKGTFRDLGDSHPV
LYQSLKDLLEYEGNVEDDMMITFQI
SQTDLFGNPMMYDLKENGDKIPITN
ENRKEFVNLYSDYILNKSVEKQFKA
FRRGFHMVTNESPLKYLFRPEEIELL
ICGSRNLDFQALEETTEYDGGYTRD
SVLIREFWEIVHSFTDEQKRLFLQFT
TGTDRAPVGGLGKLKMIIAKNGPDT
ERLPTSHTCFNVLLLPEYSSKEKLKE
RLLKAITYAKGFGML

True False 4.645 4.494 2.63 1.999 1.806 2.264 1.983


