UniprotKB

Entry name |organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enc}oplasmlc golgi [plasma extl:acellular
ID sites sites reticulum apparatus / membrane [region
Q05117 PPA5_MOUSE Mus Tartrate- 37.624783 NaN NaN 40997131;37453647 MDSWVVLLGLQIIWLPLLTHGTAPT |False False 1.932 [2.555 1.942 1.612 0.903 2.084 2.392
musculus [resistant PTLRFVAVGDWGGVPNAPFHTARE
acid MANAKEIARTVQTMGADFIMSLGD
phosphatase NFYFTGVHDASDKRFQETFEDVFSD
type 5 RALRNIPWYVLAGNHDHLGNVSAQI

IAYSKISKRWNFPSPYYRLRFKIPRTNI
TVAIFMLDTVMLCGNSDDFASQQPK
MPRDLGVARTQLSWLKKQLAAAKE
DYVLVAGHYPIWSIAEHGPTRCLVK
NLRPLLATYGVTAYLCGHDHNLQYL
QDENGVGYVLSGAGNFMDPSVRHQ
RKVPNGYLRFHYGSEDSLGGFTHVE
ISPKEMTIIYVEASGKSLFKTSLPRRP
RP




