UniprotKB

D Entry name organism full name |oglcnacscore |oglcnac sites phosphorylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochnd
Q05209 PTN12_HUMAN |[Homo Tyrosine-  [22.090839 T622;S625;T626;T630;S632;T635;S |S19;S332;5435;5449;5468;T509;T5 (39531497;37340703;23301498;340 [MEQVEILRKFIQRVQAMKSPDHNGE [True False 4.744 |4.528 [1.366
sapiens  |protein 636;T637;5639;S641;T642 19;S567;T569;S571;S596,T598;S60 (19948;39302247;35254053 DNFARDFMRLRRLSTKYRTEKIYPTA
phosphatase 3;5606;5608;5613;5673;S689;T693 TGEKEENVKKNRYKDILPFDHSRVK
non- LTLKTPSQDSDYINANFIKGVYGPKA
receptor 'YVATQGPLANTVIDFWRMIWEYNVV
type 12 IIVMACREFEMGRKKCERYWPLYGE

DPITEAPFKISCEDEQARTDYFIRTLL
LEFQNESRRLYQFHYVNWPDHDVP
SSFDSILDMISLMRKYQEHEDVPICI
HCSAGCGRTGAICAIDYTWNLLKAG
KIPEEFNVENLIQEMRTQRHSAVQT
KEQYELVHRAIAQLFEKQLQLYEIHG
IAQKIADGVNEINTENMVSSIEPEKQ
DSPPPKPPRTRSCLVEGDAKEEILQP
PEPHPVPPILTPSPPSAFPTVTTVWQ
DNDRYHPKPVLHMVSSEQHSADLN
RNYSKSTELPGKNESTIEQIDKKLER
NLSFEIKKVPLQEGPKSFDGNTLLN
RGHAIKIKSASPCIADKISKPQELSSD
LNVGDTSQNSCVDCSVTQSNKVSVT
PPEESQNSDTPPRPDRLPLDEKGHV
'TWSFHGPENAIPIPDLSEGNSSDINY
QTRKTVSLTPSPTTQVETPDLVDHD
NTSPLFRTPLSFTNPLHSDDSDSDE
RNSDGAVTQNKTNISTASATVSAATS
TESISTRKVLPMSIARHNIAGTTHSG
IAEKDVDVSEDSPPPLPERTPESFVLA
SEHNTPVRSEWSELQSQERSEQKKS
EGLITSENEKCDHPAGGIHYEMCIE
CPPTFSDKREQISENPTEATDIGFGN
RCGKPKGPRDPPSEWT




