
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q05580 HEL2_YEAST Saccharomyces
cerevisiae

E3
ubiquitin-
protein
ligase
HEL2

24.475439 NaN T57;S354 33229814 MSESVKENVTPTRNFRRTQGPQNN
TKPHNDRKNFRRKQKKNNLSAEPN
LTTSSADDTDEENELCVICARKLTYV
SLTPCHHKTCHICGFRQRALYNKKS
CLICRTENEEVMFTDRIDGDISDKYN
FCEKNEKYGINFTSEEVATETLNLLK
FFCPLSKDEQVCDFGSFKKYNEHLK
SEHNRMICLICATHKHAFPCELEIFT
QNQLRNHQTKGNSEGFKGHPMCA
FCSGKRFYSDDELYIHMRNQHEKC
HICDKMNPASPQYFKDYNQLFDHF
KHSHYVCTVQTCLDNKFVVFKDELE
LQAHILQEHGNILKGKPKFFQSELST
FISAPSRVIRERDDYDLPSISSLPGSS
SGSRTDVRSASSPEESRLRLAERAKY
YLENSKEDFNKFSSYNEDYSKGRLS
AEKLLESYKLLFTKPNADVYLLIHNL
AETFPKNSSKYNNLNAIYEQREQTL
ARQTSLPSLSSDSSLSMSIGRGHWG
GTNDGGSAGAALGVRNIKNLPTLKS
PSASYDPFATTVKKNTLRPVQNIKRT
TPQSVSYRTSTNTVAFSPTYLESKKG
SSSTSLNNSKDKLKSLNLPQLPPPKP
KVQIPGLNRPQIADPKQWGKKSSTQ
DTNVHDNLRELNTTSGGNKKKGKQ
KQLLFHIGV

None None None None None None None None None


