}j];l iprotkB Entry name organism full oglcnacscore oplcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma extl:acellular
name sites sites reticulum |apparatus membrane region
Q05816 FABP5_MOUSE |Mus Fatty [26.890142 NaN S3;T131 28135057;37507081 [MASLKDLEGKWRLMESHGFEEYMK True True 4.532 |5.0 2.626 2.086 1.389 2.272 5.0
musculus |acid- ELGVGLALRKMAAMAKPDCIITCDG
binding NNITVKTESTVKTTVFSCNLGEKFDE
protein TTADGRKTETVCTFQDGALVQHQQ
5 'WDGKESTITRKLKDGKMIVECVMN
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