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UniprotKB Entry name organism |full name oglcnacscore oglcnac L ylation PMIDS [sequence intracellular extracellular|cytosol nucleus mitochndrion enc!oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus [membrane [region
QO05AK3 QO05AK3_DANRE |Danio Oxygen-dependent [26.412228 NaN NaN 40044042 MTSLALCTINSSTRSIARLCRVSHSA |[NaN NaN NaN [NaN NaN NaN NaN NaN None

rerio

coproporphyrinogen-
III oxidase,
mitochondrial

HGTADVHSFVARYSTLRNCSASLPR
GKCSFIKTGTRQMCQSSPRRISLGRY
GKGVFLAAGAAAVTGVLAAGVSHFQ
RAEMATKISRVEEEDGDIRERCKSF
MSPPVTDIKLLEQRKDEMSTRMEM
LIMETQSAFCRALEQVDGGSFRVDR
IWSRKEGGGGISCVMQDGKIFEKAGV
NVSVVYGNLTEEAARQMRSRGKILK
GKDGKLPFRAMGVSSVIHPKNPHIP
TVHFNYRYFEIEEADGTKQWWFGG
GTDLTPVYIDLEDATHFHKTLKEACD
KHHPKYYPDFKKWCDNYFYIRHRGE
TRGIGGIFFDDLDSPDQDEVFNFVRS
CAKTVVPCYLPIVYKHLNDSFTPEEK
DWQQVRRGRYVEFNLVYDRGVKFG
LATPGSRIESILMSLPLTARWEYMHE
PTKGTKEAEMLEILRNPKQWI




