UniprotKB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma °X
ID sites sites reticulum apparatus membrane re
QO05BC3 EMAL1_MOUSE Mus Echinoderm [47.329949 T126 NaN 22645316;40885482;36288343;358 [MEDGFSSYSSLYDTSSLLQFCNDDS [True False 5.0 2.996 (0.687 False 1.038 1.082 0.’

musculus

microtubule-
associated
protein-like
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22049;40021952

IASAASSMEVSDRIASLEQRVQMQED
DIQLLKSALADVVRRLNITEEQQAVL
NRKGPTKARPLGQTLPLRTTVNNGT
IVLPKKPSASLPAPSGARKEVVVPVTK
SINRTSSSERVSPGGRRESSGDSKGS
RNRTGSTSSSSSGKKNSESKPKEPA
FSPEEGYVKMFLRGRPVTMYMPKD
QVDSYSLEAKAELPTKRLKLEWVYG
YRGRDCRNNLYLLPTGETVYFIASVV
IVLYNVEEQLQRHYAGHNDDVKCLA
[VHPDRITIATGQVAGTSKDGKQLPPH
VRIWDSVTLNTLHVIGIGFFDRAVTC
IAFSKSNGGGHLCAVDDSNDHVLSV
'WDWQKEERLADVKCSNEAVFAADF
HPTDTNIIVTCGKSHLYFWTLEGNSL
NKKQGLFEKQEKPKFVLCVTFSENG
DTITGDSSGNILVWGKGTNRISYAVQ
GAHEGGIFALCMLRDGTLVSGGGKD
RRLISWNGNYQKLHKAEIPEQFGPIR
TVAEGKGNVILIGTTRNFVLQGTLSG
DFTPITQGHTDELWGLAIHASKPQFL
TCGHDKHATLWDAVGHRPVWDKII
EDPAQSSGFHPSGSVVAVGTLTGRW
FVFDTETKDLVTVHTDGNEQLSVMR
[YSPDGNFLAIGSHDNCIYTYGVTDNG
RKYTRVGKCSGHSSFITHLDWSVNS
QFLVSNSGDYEILYWVPSACKQVVS
IVETTRDIEWATYTCTLGFHVFGVWP
EGSDGTDINAVCRAHERKLLCTGDD
FGKVHLFSYPCSQFRAPSHIYSGHSS
HVTNVDFLCEDSHLISTGGKDTSIM
QWRVI




