UniprotKB Entry name organism full oglcnacscore o_glcnac phosphorylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion em!oplasmlc golgi pl
ID name sites reticulum |apparatus m
QO05CL8 LARP7_MOUSE Mus La- 35.260649 NaN T251;5253;5256;T260;5294;S334;T [25153642;28135057;28528544;226 METENQKTMEESTKRKEEKKKRSR [None None None |None |None None None N«
musculus [related 335;S347 45316 'VKQVLADIAKQVDFWFGDANLHKD
protein KFLREQIEKSRDGYVDISLLVSFNKM

7

KKLTTDGKLIARALKSSSVVELDLEG
TRIRRKKPLGERPKDEEERTVYVELL
PKNVTHSWIERVFGKCGNVVYISIPH
'YKSTGDPKGFAFVEFETKEQAAKAIE
FLNNPPEEAPRKPGIFPKTVKNKPIP
SLRVAEEKKKKKKKKGRIKKEESVQ
IAKESAVDSSSSGVCKATKRPRTASE
GSEAETPEAPKQPAKKKKKRDKVEA
SSLPEARAGKRERCSAEDEDCLPPR
PKAKKRAQKDGVGQAASEVSKESRD
LEFCSTEEEKETDRKGDSLSKVKRK
HKKKHKERHKMGEEVIPLRVLSKTE
WMDLKKEYLALQKASMASLKKTISQ
IKLESEMETDCKAPTAGSGQECSTQ
EKVSAQGPQFVTGVIVKIVSGEPLPG
RKQVKDILATISEVVYIDLLEGDTEC
HARFKTPEDAQAVMNAQTEIRKKHS
WNLEVLSGDHEQRYWQKILVDRQA
KLNQPREKKRGTEKLITKAEKIRLAK
TQQASQHIRFSEYD




