UniprotKB Entry name |organism full name oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion em_ioplasmlc golgi plasma extr_ace]

ID sites sites reticulum |apparatus membrane [region

Q06136 KDSR_HUMAN Homo 3- 24.902576 T212 NaN 40596516;38253038 MLLLAAAFLVAFVLLLYMVSPLISPK |False True False [False [0.703 5.0 False 1.32 4.244
sapiens |ketodihydrosphingosine PLALPGAHVVVTGGSSGIGKCIAIEC

reductase

[YKQGAFITLVARNEDKLLQAKKEIE
MHSINDKQVVLCISVDVSQDYNQVE
NVIKQAQEKLGPVDMLVNCAGMAV
SGKFEDLEVSTFERLMSINYLGSVYP
SRAVITTMKERRVGRIVFVSSQAGQL
GLFGFTAYSASKFAIRGLAEALQMEV
KPYNVYITVAYPPDTDTPGFAEENRT
KPLETRLISETTSVCKPEQVAKQIVK
DAIQGNFNSSLGSDGYMLSALTCG
MAPVTSITEGLQQVVTMGLFRTIALF
YLGSFDSIVRRCMMQREKSENADKT
A




