UniprotKB Entry name |organism full oglcnacscore oglcnac phosphorylation sites PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion wem‘!oplasmlc golgi plasma extl.'acellular
1D name sites reticulum apparatus membrane [region
Q06187 BTK_HUMAN [Homo Tyrosine-(18.379595 NaN S21;T40;S55;S115;S180;T191;T223; (30379171 [MAAVILESIFLKRSQQKKKTSPLNFK |None None None [None None None None None None
sapiens  |protein T344;T361;T551;S604;T617;S623;S KRLFLLTVHKLSYYEYDFERGRRGS
kinase 659 KKGSIDVEKITCVETVVPEKNPPPER
BTK QIPRRGEESSEMEQISIIERFPYPFQV

VYDEGPLYVFSPTEELRKRWIHQLK
NVIRYNSDLVQKYHPCFWIDGQYLC
CSQTAKNAMGCQILENRNGSLKPGS
SHRKTKKPLPPTPEEDQILKKPLPPE
PAAAPVSTSELKKVVALYDYMPMNA
NDLQLRKGDEYFILEESNLPWWRAR
DKNGQEGYIPSNYVTEAEDSIEMYE
'WYSKHMTRSQAEQLLKQEGKEGGF
IVRDSSKAGKYTVSVFAKSTGDPQGV
IRHYVVCSTPQSQYYLAEKHLFSTIP
ELINYHQHNSAGLISRLKYPVSQQN
KNAPSTAGLGYGSWEIDPKDLTFLK
ELGTGQFGVVKYGKWRGQYDVAIK
MIKEGSMSEDEFIEEAKVMMNLSH
EKLVQLYGVCTKQRPIFIITEYMANG
CLLNYLREMRHRFQTQQLLEMCKD
VCEAMEYLESKQFLHRDLAARNCLV
NDQGVVKVSDFGLSRYVLDDEYTSS
VGSKFPVRWSPPEVLMYSKFSSKSD
IWAFGVLMWEIYSLGKMPYERFTNS
ETAEHIAQGLRLYRPHLASEKVYTIM
YSCWHEKADERPTFKILLSNILDVM
DEES




