UniprotKB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion e ic|golgi [plasma eth:acellul

ID mame sites sites reticulum |apparatus membrane [region

Q06455 MTG8_HUMAN Homo Protein [24.472698 IT8;S13 |S41;S417 30379171;29485866;37340703 MISVKRNTWRALSLVIGDCRKKGNF [None None None (None [None None None None None
sapiens CBFA2T1 EYCQDRTEKHSTMPDSPVDVKTQSR

LTPPTMPPPPTTQGAPRTSSFTPTTL
TNGTSHSPTALNGAPSPPNGFSNGP
SSSSSSSLANQQLPPACGARQLSKL
KRFLTTLQQFGNDISPEIGERVRTLV
LGLVNSTLTIEEFHSKLQEATNFPLR
PFVIPFLKANLPLLQRELLHCARLAK
QNPAQYLAQHEQLLLDASTTSPVDS
SELLLDVNENGKRRTPDRTKENGFD
REPLHSEHPSKRPCTISPGQRYSPN
NGLSYQPNGLPHPTPPPPQHYRLDD
MAIAHHYRDSYRHPSHRDLRDRNR
PMGLHGTRQEEMIDHRLTDREWAE
EWKHLDHLLNCIMDMVEKTRRSLT
VLRRCQEADREELNYWIRRYSDAED
LKKGGGSSSSHSRQQSPVNPDPVAL
DAHREFLHRPASGYVPEEIWKKAEE
IAVNEVKRQAMTELQKAVSEAERKA
HDMITTERAKMERTVAEAKRQAAED
IALAVINQQEDSSESCWNCGRKASET
CSGCNTARYCGSFCQHKDWEKHH
HICGQTLQAQQQGDTPAVSSSVTPN
SGAGSPMDTPPAATPRSTTPGTPSTI

ETTPR




