
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q06507 ATF4_MOUSE Mus
musculus

Cyclic	AMP-
dependent
transcription
factor	ATF-4

25.907435 NaN T212;S214;S218;S223;S230;S234;S
247;S251

38192280 MTEMSFLNSEVLAGDLMSPFDQSG
LGAEESLGLLDDYLEVAKHLKPHGF
SSDKAGSSEWPAMDDGLASASDTG
KEDAFSGTDWMLEKMDLKEFDFDA
LFRMDDLETMPDELLTTLDDTCDLF
APLVQETNKEPPQTVNPIGHLPESLI
KVDQVAPFTFLQPFPCSPGVLSSTPE
HSFSLELGSEVDISEGDRKPDSAAYI
TLIPPCVKEEDTPSDNDSGICMSPES
YLGSPQHSPSTSRAPPDNLPSPGGS
RGSPRPKPYDPPGVSLTAKVKTEKLD
KKLKKMEQNKTAATRYRQKKRAEQ
EALTGECKELEKKNEALKEKADSLA
KEIQYLKDLIEEVRKARGKKRVP

True True 2.653 5.0 2.841 3.368 2.339 4.474 2.446


