UniprotKB Entry name |organism full loglcnacscore oglcnac phosphorylation sites PMIDS |[sequence intracellular |extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma extI:acellular
ID name sites reticulum |apparatus membrane region
Q06604 BSP1 YEAST |Saccharomyces [Protein [24.475439 NaN S46;S79;S88;S185;S220;S309;S320(33229814 MTKYERDPELVNFLSKVEDLNSKRY [None None None [None None None None None None
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