
UniprotKB
ID

Entry
name organism full	name oglcnacscore oglcnac	sites phosphorylation

sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

plasma
membrane

0

Q06647 ATPO_RAT Rattus
norvegicus

ATP	synthase
subunit	O,
mitochondrial

35.63432 S47;S75;S163;S180 NaN 38007588;26446791;27213235;388
43836;34502162

MAAPATSVLSRQVRSFSTSVVRPFSK
LVRPPVQVYGIEGRYATALYSAASKQ
KRLDQVEKELLRVGQLLKDPKVSLA
VLNPYIKRSIKVKSLKDITTKEKFSPL
TANLMNLLAENGRLGNTQGVISAFS
TIMSVHRGEVPCTVTTAFPLDEAVLS
ELKTVLNSFLSKGQILNLEVKTDPSI
MGGMIVRIGEKYVDMSAKSKIQKLS
KAMRDLL

True False 1.157 1.244 5.0 1.098 False 4.182


