UniprotKB Entry name organism [full name |oglcnacscore o_glcnac phosp ylation sites PMIDS [sequence intracellular [extracellular |cytosol nucleus mitochndrion enc:!oplasmlc golgi plasma extr-acelluli
ID sites reticulum |apparatus membrane region
Q07002 CDK18_HUMAN |[Homo Cyclin- 18.379595 NaN S14;S74;S89;598;5117;5132;5440;S (30379171 MIMNKMKNFKRRFSLSVPRTETIEE [None None None [None |None None None None None
sapiens |dependent 443 SLAEFTEQFNQLHNRRNENLQLGP
kinase 18

LGRDPPQECSTFSPTDSGEEPGQLS
PGVQFQRRQNQRRFSMEDVSKRLS
LPMDIRLPQEFLQKLQMESPDLPKP
LSRMSRRASLSDIGFGKLETYVKLDK
LGEGTYATVFKGRSKLTENLVALKEI
RLEHEEGAPCTAIREVSLLKNLKHA
NIVITLHDLIHTDRSLTLVFEYLDSDL
KQYLDHCGNLMSMHNVKIFMFQLL
RGLAYCHHRKILHRDLKPQNLLINE
RGELKLADFGLARAKSVPTKTYSNE
IVVTLWYRPPDVLLGSTEYSTPIDMW
GVGCIHYEMATGRPLFPGSTVKEEL
HLIFRLLGTPTEETWPGVTAFSEFRT
[YSFPCYLPQPLINHAPRLDTDGIHLL
SSLLLYESKSRMSAEAALSHSYFRSL
GERVHQLEDTASIFSLKEIQLQKDPG
[YRGLAFQQPGRGKNRRQSIF




