KIDMPSHFPSETVCPVVTTSSGSVGS
FCSIQSQVLCGYLDAIPPTFYRPYFRI
IVREDVSTMEKNASNLVKAEFRVFRL
QNPKARVAEQRIELYQILKSKDLTSP
TQRYIDSKVVKTRAEGEWLSFDVTD
AVHEWLHHKDRNLGFKISLHCPCC
TFIPSNNYIIPNKSQELEARFAGIDGT
STYASGDQKTIKSTRKKSSGKTPHLL
LMLLPSYRLESQQSSRRRKRALDAA
YCFRNVQDNCCLRPLYIDFKRDLGW
KWIHEPKGYNANFCAGACPYLWSS
DTQHTKVLSLYNTINPEASASPCCVS
QDLEPLTILYYIGNTPKIEQLSNMIVK
SCKCS

UniprotKB Entry organism (full name oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular extracellular [cytosol nucleus mitochndrion em!oplasmlc golgi [plasma extl_'acellular
ID name sites sites reticulum apparatus membrane region
Q07257 TGFB2_RAT |Rattus Transforming 23.439218 NaN NaN 38843836 MHYCVLRTFLLLHLVPVALSLSTCST |False True 1.849 [2.489 2.01 1.847 5.0 2.788 5.0
norvegicus ([growth LDMDQFMRKRIEAIRGQILSKLKLTS
factor beta-2 PPEDYPEPDEVPPEVISIYNSTRDLLQ
proprotein EKASRRAAACERERSDEEYYAKEVY




