}Jl;l iprotKB Entry name organism full oglcnacscore o-glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enc:!oplasmlc golgi [plasma extr_acellul.
name sites sites reticulum |apparatus membrane [region
Q07797 LG3BP_MOUSE Mus Galectin-(39.419213 T71 NaN 40885482;29187734;37453647 MALLWLLSVFLLVPGTQGTEDGDM |False False 1.284 |1.422 [1.091 1.137 0.581 2.544 4.335
musculus (3- RLVNGASANEGRVEIFYRGRWGTVC
binding DNLWNLLDAHVVCRALGYENATQA
protein LGRAAFGPGKGPIMLDEVECTGTES

SLASCRSLGWMVSRCGHEKDAGVV
CSNDTTGLHILDLSGELSDALGQIFD
SQQGCDLFIQVTGQGYEDLSLCAHT
LILRTNPEAQALWQVVGSSVIMRVD
AECMPVVRDFLRYFYSRRIEVSMSS
'VKCLHKLASAYGATELQDYCGRLFA
TLLPQDPTFHTPLDLYAYARATGDS
MLEDLCVQFLAWNFEPLTQSESWS
AVPTTLIQALLPKSELAVSSELDLLKA
VDQWSTETIASHEDIERLVEQVRFP
MMLPQELFELQFNLSLYQDHQALF
QRKTMQALEFHTVPVEVLAKYKGLN
LTEDTYKPRLYTSSTWSSLVMASTW
RAQRYEYNRYNQLYTYGYGSVARYN
SYQSFQTPQHPSFLFKDKQISWSAT
YLPTMQSCWNYGFSCTSNELPVLGL
TTSSYSNPTIGYENRVLILCGGYSVV
DVTSFEGSKAPIPTALDTNSSKTPSL
FPCASGAFSSFRVVIRPFYLTNSTDM
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