}Il;l iprotKB Entry name |organism full name |oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular (cytosol [nucleus mitochndrion en(‘loplasmlc golgi plasma extl:acellular
sites sites reticulum |apparatus membrane [region
Q07834 IYLO32 YEAST [Saccharomyces |[KH 24.475439 NaN S762 33229814 MDNFKIYSTVITTAFLQVPHLYTTNR |None None None |[None None None None None None
cerevisiae domain- LWKPIEAPFLVEFLQKRISSKELKNT
containing KAICHIDPSWVNLNASFIRDDMISIK
protein ATTDDMDLDAICRISLPLPMNTNDL
'YLL032C TAELEKMKRILLDLSEKFNLELIITKE

PAYFTPEQTGESKELCIYVHALGFRS
NLMECEPQLLAFVDLIKKNGMTLPP
QHYIIEPMELNSYSVLPLYMGVDME
NFKHISRAFKTSIYAPSLITLSRDLKA
NPQIFFSGAVHSLSLLARKTLRESIS
VNSKSFFYRRLTNITPGKLLFIRKYY
QQKVNQLILKYQSLIRVTNEYIEFQSI
STNLLEMVIKNFTIQVLHEIVEVQISL
NENCAMSPELIIDSFFGHTGNQIVVI
TPKEDSFNQLIVVGNQSSTDEASDT
SILHYLSDFIMGSNQVINPNLRQIKAI
FEIHPDFEDFISGKKNGKLTRIMELS
ACLIQLEMEEEDDNLYLNLVSDSFP
DFKESFKNVINEFPAEESFFIPEVCH
RPIIGTGGSLIQATMRKHNVFIQFSN
SFNLPQNKISMIRYDNVIIRCPRKNK
ANICLAKNDLKQIVQEYDSLQSKTLI
RFSSGQYRHILHVNGQKNIIGQIEKN
ENVYIMIPLKEPLDGTSQLSIQGNDE
NASRAANELVNSAFGYEYEFKIDQEI
DPNKEYEFYNLIVVPFLQIMNIIVTFE
KDLITFTFEKDTNENTLTKAIELLSN
YLETQKTKIIFKKIIKKFVLGSASSKS
NTSNSNTNGNFRSMNNAKSRTTID
NTSQSGASPQRHKMPVITTVGGAQA
IKGYIPNTYYNGYGYGYGYTYEYDYN

'YANSNKAQTNNRHKYQNGRK




